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This motivates the definition of the auto and cross
power functions:

Gox (f) = X(HX*(f) = IX(F)I?
Gxy(f) = X(FY(f)

Frequency Function Estimation

Figure 2: Simulating the damped spring system with a white noise
force input (denoted in green) and the system’s response (blue).
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the analysis between adjacent turns. Multiscale spring
models can aid in the development of coarse grained
models and further understanding of conformation
changes as possibly linear systems. An extension of the
technique as both for data mining and detailed model
development are a promising future for the applicability
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Figure 5: We carry out a nearly identical analysis to the spring
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Figure 3: Estimation of the frequency function’s magnitude via the power
estimation technique outlined in the introduction. We are as confident in
our estimation, at a particular frequency, as when the coherence function
IS close to 1.

model where instead we take our input and output to be the
nitrogen and oxygen of the hydrogen bond. We see coherence at
low frequencies suggesting a low frequency model of the H-bond.
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